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aligned media, 153
AMBER, 15
anisotropic rotational diffusion, 163
automatic assignment, 261

beta-clamshell fold, 63
bicelles, 153
Bowman–Birk inhibitor, 57
b-hairpin peptide, 57

C2 symmetry, 57
canonical serine proteinase inhibitor, 57
chemical shift anisotropy tensors, 163
chemical shift anisotropy, 153
chemical shift anisotropy, 233
chemical shift deviations, 213
chemical shift modulations, 233
chemical shifts, 175
co-operative ligand binding, 69
cross-correlation rates, 233
cross-correlation, 163
CSD, 213

differential line broadening, 153
dihydrofolate reductase, 69

Ernst angle, 199
extended flip-back, 243

fast NMR, 199
fast pulsing regime, 243

Gal11, 187
GB1, 187
generic spin system, 261

hairpin fold population, 213
hairpin register, 213
high molecular weight proteins, 25
HMQC, 199
HNcocaNH, 43

inclusion bodies, 95
isotope enrichment, 95
isotope labeling, 105
isotopic labeling, 25

Leu and Val conformation, 105
longitudinal relaxation enhancement, 199
lysozyme, 95

magnetisation recovery, 243
major urinary protein, 233
malate synthase G, 25
maximum entropy reconstruction, 43
methanogenesis, 51
methyl groups, 25
model-independent approach, 163
molecular dynamics, 123

native contacts, 175
NMR, 1, 51, 63, 83, 105, 123, 139, 153, 163
NOE, 105
NOESY, 1, 139
non-native proteins, 95
non-uniform sampling, 1, 43
novel fold, 51
nuclear magnetic resonance, 187

olfaction, 63
olfactory marker protein, 63
ordered tree search, 261
orthogonal polarisation separation, 243

PALES software, 83
partially unfolded states, 175
PDZ2 domain from human phosphatase hPTP1E,

83
peak picking, 139
phosphorylation, 15
phosphoserine, 15
phosphothreonine, 15
phosphotyrosine, 15
precision and accuracy of protein structures, 83
protein, 199
protein backbone assignment, 187
protein design, 57
protein-ligand interactions, 69
protein structure determination, 139
protein structure, 51, 123

residual dipolar coupling, 63
residual dipolar couplings, 83, 105, 153, 199
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resolution enhancement, 243
resonance assignment, 95

sensitivity enhancement, 243
sequential assignment, 43
slow protein backbone motions, 233
slow protein dynamics, 233
solution structure, 105
structural genomics, 1
structure calculations, 175
structure refinement, 123
structure validation, 123
sunflower trypsin inhibitor-1, 57

time-shared, 187

transverse relaxation optimized spectroscopy, 25
trimethoprim, 69
triple resonance experiment, 43
triple resonance, 261
tryptophan side chains, 95
turn signatures, 213
two-state folding, 213

variable-angle sample spinning, 153

wavelet de-noising, 139

X-ray crystallography, 83
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